
5’ ggA gAT ATA CAT ATG CAC CAT CAT CAT CAT CAT gAT ATC ggA TCC gAA TTC gAg C 3’
3’ CCT CTA TAT gTA TAC gTg gTC gTA gTA gTA gTA CTA TAg CCT Agg CTT AAG CTC g 5’ 

TCT TCT……………………...………ATg gCT
Ser Ser-Thrombin site-S•TAG-EK site-Met-Ala

(30 amino acids, 117 bp)

REMOVE

ADD
LIC sequences

TCC ggT ATT gAg ggT CgC TCT AAC TCT CCT CTg
Agg ccA TAA CTC CCA gCg AgA TTg AgA ggA gAC

pET30a

ATG CAC CAT CAT CAT CAT CAT TCC ggT ATT gAg ggT CgCgC..cDNA_TAA..GGC TCT AAC TCT CCT CTg 
TAC gTg gTA gTA gTA gTA gTA Agg CCA TAA CTC CCA gCg..cDNA_ATT..CCg AgA TTg AgA ggA gAC

Met   His    His    His   His    His   His   Ser   Gly    Ile   Glu   Gly   Arg 

pNHis


